ABSTRACT: Pedobacter sp. PAMC 27299 with humic acid cultivated on low temperature was isolated from the moss debris on the coast of the Barton Peninsula of King George Island of the maritime Antarctic region. Here, we present the complete genome sequence of Pedobacter sp. PAMC 27299, which contains 6,147,290 bp with a G+C content of 40.54%. PAMC 27299 may possess cold-adapted humic acid degradation enzymes with implication on global warming.
남극 해안으로부터 저온적응 부식산 분해 Pedobacter sp. PAMC 27299의 유전체 서열 해독
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Tel.: +82-31-670-4707; Fax: +82-31-675-1381 Antarctica seashore, extremely cold region, is the storage of huge amount of organic sources and mosses nearby seashore are great reservoir of humic substances through long-term accumulation by bacterial degradation in low rate (Park et al., 2015) . Global warming lead to increasing of bacterial ability to degrade humic substances even in low temperatures and not only increase emission of carbon dioxide but also leach dissolved (Conesa et al., 2005) analyzing the best hits of the BLAST results. Ribosomal RNAs and transfer RNAs were predicted by using RNAmmer 1.2 (Lagesen et al., 2007) and tRNAscan-SE 1.4 (Lowe and Eddy, 1997) . Twenty three rRNAs and 75 tRNAs were found in the genome (Table 1 and Fig. 1 ).
This Antarctic Pedobacter strain will contribute to a better understanding of increasing humic acid degradation from current climate change resulting in accelerating carbon dioxide emission and leaching dissolved organic carbon (DOC) to the Southern Ocean.
Nucleotide sequence accession numbers
The Pedobacter sp. PAMC 28299 is available at KCTC (accession no. KCTC 42781). The complete genome sequence of Pedobacter sp. PAMC 28299 was deposited in GenBank under the accession no. CP012996.
